with plants were based on prior knowledge of their interactions (from the literature) and were 67 quantified with models of foraging behavior (details in (14) ; and thus approximated the 68 taxon's realised niche). Intensive study of a single site, as in many other food web studies, 69 e.g. (15, 16) , provided us with spatio-temporal replication across habitats and seasons, and 70 detailed data that we could not have obtained from extensive surveys of multiple farms. We 71 sampled this particular farm because we expected it to be relatively biodiverse (it was 72 managed organically at relatively low intensity, and was subject to an agri-environmental 73 scheme). This allowed us to simulate species loss from a biodiverse site, which provided 74 stronger inference than if we had simulated the gain of (by definition, unrecorded) species 75 from a low diversity site. 76 We evaluated the robustness of 11 groups of animals, comprising each trophic level in 77 the seven linked networks, by simulating the sequential removal of plant taxa 20 000 times 78 (14). In our model, animal taxa became disconnected (a 'secondary extinction') when all their 79 food species became extinct; depending on the animal group this was either plants or the 80 animals they preyed upon. In simulating the loss of plants, we used an established method 81 (12, 17) , and assumed bottom-up rather than top-down regulation of the animals, as justified 82 by (18). This ecologically-informed approach has practical application because plants can be 83 managed more directly (e.g. through field rotations or via agri-environment schemes (19)) 84 than putative animal bioindicators. We considered two complementary models of robustness: Given this approach, our models can be interpreted equally as representing the cascading 89 negative effects of plant loss and the cascading positive effects of plant restoration. 90 3E, F), these correlations were between animal groups that were linked either trophically (e.g. 115 fleas and rodents) or through shared resources (e.g. butterflies and seed-feeding insects which 116 shared plant hosts). The practical implication of these findings to our agroecosystem is that 117 agri-environmental management of plants that is targeted to produce cascading positive 118 effects for one animal group (e.g. farmland insect pollinators) will have varying (but not 119 systematically negative) effects on other animal groups. Such results have indeed been found 120 with empirical assessments of agri-environmental scheme success more generally (26).
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Our approach, considering the robustness of the linked networks, provides 122 information on the network of networks. To reveal the varying importance of individual 123 species within these linked networks, we identified the most important plants within the 124 networks, i.e. 'keystone' (27) plant taxa that have substantial and disproportionate cascading 125 effects across the multiple networks (Fig. 4) . In practical terms, this information could be 126 used to focus restoration management on plant taxa with the greatest potential to achieve 127 efficient and positive results for biodiversity and their resultant ecosystem services. We found 128 that the taxa that were most important relative to their abundance (i.e. had most influence on 129 modelled robustness across the networks (14)) tended to: (i) be non-woody taxa; (ii) occur in 
